SR8 A2 AT

BTEHNSBERREE V¥ —
HMEREENLDOBA L

20 2 5% REBRITBITS
R & B RBRZET — 5 OLRR

4

Ve dy—ZTHRHAVEZVTVWBL2ERKR®D 2025 4
MHENBHEEE T VY FARLF TS L 26KV E L 7=,
T— Y EDEBBICELTAZLT, BEHOAKIC
BTV HFoTEANERERO—BLThiTEL
T,

HHEISZEDEREHICHRE LU THEL &) . RAEDHD
ERICEREZHRETZEBR LB ALTED T,

AN EHARHZTREABNIT  BRHEMSEBERRELY F—
HMEREEE TITEBRLSEZL,

(BENGHE ]
SMEMEERRER Y S —
HMERER
TEL (0823) 25-7755



MEBIRHE

SCREENZEEMBRICERRLE LTc, ZTBRIET W,

HAR ; 202518 ~12R
ABEhEEE A 75 U EE B RS

2% =386

Dt 24%
onas spp.
%

Z
M.ca
Kpne & SPp.
5

LYY BRE,/ '/ Candida spp!
6% 17%

ERRg =20

30 r
35%

MRCNS T%I

MRSA 10% H. influenzae 9%
FR n=1156

ium spp.

16%

ZOft 29

E. coli(ESBL) 5%
J
LS 6%

Enterococcus spp.
5% Klebsiella spp. 9%

Zft

24% SSA

32%

Coryneba

SDSE T% CNS

MRSA 13% 18%

2 n=85
M

CNS ; Coagulase (-) Staphylococcus
MSSA ; Staphylococcus aureus
SDSE ; Streptococcus dysgalactiae ssp equisimilis

Z D fthPE R 2R n=87

Moraxella spp. 2%
S. pyogenes 4%

Haemophi lus
spp. 9% —4 ‘
S. pneumoniae
15%
2‘

M. cata

B n—253
S

‘ )
erium
%

CNS 10%

E
2t
33%

P. aerugin

MRSA 10

MREE

RIFTRH 3 2 1+

EbobIEERETLE

@ n=804
A. hydrophila 2% ,
REMEARSVEROER ) 2t 3%
3% ~

E. tarda
5%

Salmonel la
17%

n=HEARIFEK



ABEHEER AV N E R AR

N N > = N N g -
TPIOFINAFT S LA FUF A TS AL, BRI TRE SN S MBS COREEOBREEEERL, TOF—SERILILOTT,
BRI TRZMERERLTVET,
HARE : 2025/01/01 ~ 2025/12/31 BEINENBE0. AT HLEHELET .
B ~29% 50%~79% I 30%~100% CLSI M100-S29
> ~ % Z N = A g
¥ | E . a ~ Z2 | A F I 4 4 N < 20 L
ol |2 s la | Rl alElnlela| |35 7|5|51212],]1%]3]" iy
sl oy 2075l ol2]lzl7]*lalx|x|>2|lY]|2 < 1A 3 £z | ]2
D IV A 7 O I R (- S (- A -2 - R e AO (R IO B IS Yle | oS
N I I ol I I NS RAPERRE NSRS A B R R I A N
s | ~ | ~ | | s | T | ~|%|n A N N B N v 2 B O N g SO g R I R
Alalodlel 2t sl lel~lelel > lrltlel~12l~CdwlolZlel=]s]7?
M B T / c ] T D [} P G c o \ S T
P P .i P ‘/3 P g M z / R T M ,F;l M ,F;l M sl A ,'3' 'lq P \é F T | < 3
- F
c c c | & AT N U c X RIZ|I |~~~ Mo C o] M X X -
Escherichia coli 224 72 76 80 90 9 00 9 9 00 9 98 99 99 00 00 9 0 0 0 98 00 0 64 96 9 00
Escherichia coli (ESBL) 43 0 0 0 62 | 77 00 O 0 00 0 0 00 100 100 100 84 0 0 0 98 00 0 0 71 | 67 [k
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. MRSA 73 - - - - - - - - - - - - - - - - 4 74 00 6 9 96 -
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MSSA 159 - - - - - - - - - - - - - - 80 75 | 78 | 77 99 9 N 67 96 00 [
Enterococcus faecalis (DE¥) 36 - - - - - - - 0 0 0 9 00 00 94 00 0 0
Enterococcus faecium (DE¥) 1 - - - - - - - 0 00 0 0 0 0
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Escherichia coli 82 54 67 79 88 00 00 00 00 00 00 00 00 9 0 0 0 0 0 56 9
Escherichia coli(ESBL) 91 0 0 0 70 [ 98 0 0 0 98 0 0 00 00 100 88 0 0 0 88 0 62
. % |Proteus mirabilis 20 67 90 00 00 90 00 00 00 00) 00 00 0 0]0) 9 0 0 0 0 0 90 9 00
g :’;TH Proteus mirabilis(ESBL) 42 0 0 0 9 86 00 0 0 0 1[0 0 00 9 00 0 0 0 0 0 0 00 9
[ﬁ B [Kiebsiella pneumoniae 54 0 0 50 57 80 86 94 84 9 8 98 00 O 78 0 0 0 74 0 70 76 52
'r; Klebsiella aerogenes 7 0 0 86 0 8 67 67 00 8 4 4 00 86 0 0 0 86 0 86 86 4
g Serratia marcescens 10 0 0 00 0 0 88 00 00 00 00 0 80 00 00 0 0 0 00 0 0 00 00
JE  |Pseudomonas aeruginosa 75 0 71 0 0 72 0 0 0 72 0 0 8 8 8 0 0 0 0 0 67 0 0
g Acinetobacter baumannii 2 0 00 00 00 00 00 0 00 00 00 0 0 0 00 0 00 00 0
= Stenotrophomonas maltophilia 2 0 0 0 0 0 0 0 0 0 0 0 0 0 00 0 00 50 0
HSME  |Bacteroides fragilis 0
. Haemophilus influenzae 12 0 70 0 00 0 00 00 00 8 0 00 0 00 8 00
PR 2R RS
Moraxella (Branhamella) catarrhalis| 4 0 0 67 00 00 00 00 00 00 00 00 00 00 0 00 0 00 0 00 75 0
A~GE¥ B - streptococcus 100 84 00 88 00 9 - 44 8 9 8 06 00 00 4 48 46 57 9 00 46 99 74
Streptococcus pneumoniae 5 00 00 00 - 00 00 00 00 00 0 0 75 0 0]0) 00 00 00
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Enterococcus faecalis (DE¥) 36 - - - - - - = 0 9 0 6 00 8 0 0
Enterococcus faecium (D#f) 13 - - - - - - - 0 9 0 00 0 0 0
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