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Pseudomonas aeruginosa 72 B O 56 [0 O 66 [0 0 O 62 [0 0 0 75 | 78 EElUMEN0 0 0 0 0 0 49 0
JEFEBELE |Acinetobacter baumannii 2 | 0 00 100 O 00 100 O 00 100 100 O 0 00 100 100 O 0 0 00 O 0 00 00 0
Stenotrophomonas maltophilia | 2 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 00 0 00 00 O
PSR  |Bacteroides fragilis 2 0 0 100 O QEN O 00 0 O [N 100 100 100/ 0 ' 0 ' O LW O 0 O 0 O
. ilus i 6 4 00 9 00 100 00 100 100 00 00 100 100 00/ O 00 0 8
IEOR SRR Haemophilus |nf|uerllzae 12 00 00
Moraxella catarrhalis 9 0 0 0 00 00 100 00 100 100 00 00 100 O 00 O 00 0 00 78 B0
A~ GZ% B —streptococcus 63 L 00 9 00 08 WL 00 100 90 00 00 100 O 51 BELERCE 50 00 4 08 WY
Streptococcus pneumoniae 8 38 ol 75 00 00 100 00 100 100 00 8 9 0 0 0 40 86 0} 75 75 00
N MSSA 49 6 8 100 8 00 00 100 100 00 VNN VMY 59 | 54 | 78 L 0] 65 00 98
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FLBIEERE MRSA 53 [0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 48 M 58 00 ol 69
Enterococcus faecalis 47 00 100 9 08 0 06 0 0 0 0 0 0 08 00 O 0 0 0 4 00 8 0 0
Enterococcus faecium 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 00 O 0 0
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Escherichia coli 233 JERIEA 100 98 100 100 100 98 98 99 100 100 00 o0 s7 KA o QY 9«4
Escherichia coli(ESBL) 67 47 93 0 0 0 100 8 98 97 100 100 0 0 0 83 0 15
Proteus mirabilis 13 92 100 100 100 100 [JJijj 100 100 100 100 0 100 00 08 9 0 85 100 100
7 45 gy | Proteus mirabilis(ESBL) 8 Bl oo 0o 0o o 100 0 100 100 ) ool 0 (0 (0 0O 0o I3 100 100
7 " [Kiebsiella spp. 66 86 89 90 100 100 100 100 100 98 96 100 100 97 ' 0 0 0 91 92 0 97 100 82
= Citrobacter spp. 16 44 |33 100 g} oo |l3l] 100 86 80 44 86 100 100 94 O 'O O 88 88 0 88 100 83
E Serratia marcescens 13 0 |0 100 100 100 100 88 100 100 82 (33 83 100 100 0 ‘0 o0 33| 2H o 55 | 100
B Enterobacter spp. 10 20 0 100 100 [ 100 100 [EERIEEN 1o BBl 90 100 100/ 0 |0 0 100 100 O 100 100 100
Pseudomonas aeruginosa 58 (0] 0 9 O (0] 0 98 0 0 O 0 100 98 96 0 | O 0 4 0] 0 97 100 O
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Stenotrophomonas maltophilia| 3 0 0 0 0 0 0 0 O 0 o o o/o o o o o o 10100 0o 1o0[jjj 100 o
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A~ GE¥ S —streptococcus [RE] 100 100 100 100 100 100 98 100 100 100 100 100 [Jffij 100 100 100/ 9 IERIGHIGARIREZ 100 £ 100 9% 94
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Enterococcus faecalis 3l 100 100 100 98 ' 0 100 0 0O O O O O O 95 98 100 0O 5 18 0 12 85 100 8 100 0 O
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